AR FREME BFE®REE 2020/6/26 BIFEN

A FREAREME BFHRESE

Stanford University
School of Medicine
Biomedical Informatics Ph.D. program

/2\!”:% ﬁ

202056 H26H

2019/20 ME(F, FRMEETRAF—ZFE LAELz, TOR, EFFE—ELFLEA,
HEFEZHNEHICEET S LML, BFTRYHEOSLE, TEHIRYBERYET,

FESRRI7E20205FICEE D

2020 RTHAIE, HEOOFT DA IILREERE/NVT 2 v OFEBIT, Black Lives Matter
BB L, BRMLGERENELIFERELLGYELRZ, ZLOWNEROATINSZ L, BFEMN
HITEMNLERICEA > TSI E, RABICEABVW a3 vF VI BBEN 1 —RBEETRH
NBEZENBRIELTWAZ EEHIZ, KEEWLWTWET, £f=, TFEE] THLE=EHHML, =
DESEME LEHSBBOEFLLDIET, HoEWVWSHBTH = EICHLEEZZITE
Lfce RKINSEIELEZEN, HEOHLILITRRTHHLHT, FEEX RELIEBHRICE
BALBREFZTABRETETCVET, BALTHIBICREBEL, MAEEFTONRFERELET,

© Yosuke Tanigawa 2020
@@@@ COERIE 2)IAT4T - AEVAD TR - FEF - MR A0EE SA LV ATRESATOHETS,
AMUEEN 2L, TEORRFCOBRYTRHY T A,

117


http://bmi.stanford.edu/
http://yosuketanigawa.com/
http://yosuketanigawa.com/
http://creativecommons.org/licenses/by-nc-sa/4.0/

At IFHRAEAREME BFEHREE  2020/6/26 #)IFESNT

MREFENASA (1) TEAED) R ZETSEIELCFEEDOME L=RX

PLOS GENETICS

RESEARCH ARTICLE

Rare protein-altering variants in ANGPTL7
lower intraocular pressure and protect
against glaucoma
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MEDICAL GENETICS
Genetic variant takes the pressure off

Paula A. Kiberstis

The identification of rare genetic variants that protect carriers from a specific disease can provide a
launch point for studies of disease biology and therapy. In a search for genes that affect the risk of
developing the common eye disease glaucoma, Tanigawa et al. examined data from more than
500,000 individuals represented in UK and Finnish biobanks. They found that missense and
nonsense variants in ANGPTL?7, the gene encoding angiopoietin-related protein 7, which is a
member of a protein family implicated in angiogenesis, were associated with lower intraocular
pressure and reduced risk of glaucoma, including a variant that reduced risk by 34%. Consistent
with a role in glaucoma, ANGPTL7 is expressed in the trabecular meshwork, a tissue that drains
fluid (aqueous humor) from the eye.

PLOS Genet. 16, 1008682 (2020).
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